Table S1 Summary statistics for the 138 shape-associated QTL including linkage group (LG) and

map position in cM, analyses in which the QTL was found (with sex as cofactor (cofactor), without

or both), the detection threshold (Linkage group (LG) = 0.01; Genome-wide (GW) = 0.05), LOD, P-

value, percent variance explained (PVE), the shape coordinates and shape part affected and the

associated SNP with distance from the QTL in cM (if any). The 1.5 LOD support is the interval, in

cM, in which the LOD score is within 1.5 units of its maximum.

Position 1.5L0D Shape Nearest TL
#QTL LG (cM) (cM) PVE Threshold LOD P-value coorr)d marker dis(tlance
1 1 16.0 14.3-16.9 2.99 LG 4.73 0.007 x8 19208 0.1
1 1 16.0 13.0-16.9 2.99 GW 5.26 <0.001 x2
2 1 20.0 19.2-21.9 3.58 LG 4,98 0.001 y12 46086*2° 0.2
3 1 321 31.5-33.3 4.80 LG 4.36 0.007 x10 21285 0.0
4 2 11.0 8.0-14.0 7.41 LG 4.55 0.005 yi1 138429° 0.6
5 2 12.6 11.0-15.5 2.79 LG 4.01 0.01 yi5 6903 0.0
6 2 26.0 20.4-32.0 4.22 LG 4.50 0.004 X6 27266 0.2
7 2 27.0 25.5-30.9 8.10 GW 6.08 0.001 y5 115021 0.0
2 27.0 25.5-30.9 9.64 GW 5.69 <0.001 y6
8 2 29.8 26.6-30.9 7.47 LG 4.64 0.004 x9 46661 0.0
9 2 33.1 31.0-34.3 949 LG 4.64 0.002 y7 39926 0.0
2 33.1 31.0-39.8 6.09 LG 4.27 0.006 y8
10 2 35.7 32.9-36.3 1.75 LG 4.67 0.009 «x13 99310% 0.0
11 2 36.3 34.0-38.0 6.65 LG 5.03 0.003 x8 90861
12 2 38.6 37.5-40.7 0.46 LG 4.76 0.004 2! 123465 0.0
13 3 2.0 0.0-10.0 1.08 LG 4.77 0.002 x8 81054 1.2
14 3 6.4 0.0-7.9 0.59 LG 4.16 0.01 yi12 87937 0.0
15 3 7.9 0.0-10.0 2.10 LG 4.07 0.006 x7 5096 0.0
3 7.9 0.0-16.8 7.77 LG 4.00 0.01 X6
16 3 9.1 7.0-11.0 1.12 GW 7.11 <0.001 x11 114971 0.0
17 3 449 40.0-51.6 1.16 LG 3.87 0.008 x10 69007° 0.0
18 4 26.0 15.0-35.7 1.28 LG 5.17 0.009 y3 33146° 2.8
19 4 40.5 39.0-45.9 2.73 LG 4.82 0.014 x7 123418 0.0
20 4 64.5 63.6-66.0 5.84 LG 4.99 0.003 X2 20896 0.0
21 4 70.0 63.6-70.1 7.18 GW 5.68 0.002 x1 64346 0.0
22 4 70.7 70.0-72.5 1.41 LG 4.63 0.008 yi15 114130° 0.0
23 4 71.0 70.3-72.5 441 LG 4.76 0.009 y9 66793 0.1
24 4 79.7 78.7-80.3 5.42 LG 4.82 0.008 «x14 88186 0.0
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23.4-30.0
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1.45
1.08
2.37
2.36
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1.55
0.98
4.25

0.92
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0.35
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4.35
5.15
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4.66
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<0.001
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2.1

* The 19 associated SNP that were found to be potentially under divergent selection in at least one

lake

#The 13 associated SNP with annotation

2 The 33 associated SNP that were found to be important markers with RandomForest ran on all

five lakes

® The 38 associated SNP that were found to be important markers with random forest ran on Cliff,
Indian and Webster lakes only.

M. Laporte et al.

7Sl





