Estimated difference in predictive accuracy

Estimated Difference

Scenario 1 (Outlier=5%6.98) | Scenario 2 (Outlier=8x6.98) |Scenario 3 (Outlier=10x6.98)
300 ke 3 a
0 | —' 1 F = A —l —l }» = | —| AI L L =
300 3 | N
0 dllls | hx | H_Lu =
300 LI | | -
0 Allls _ —Hr ﬂﬂw =
g 300 | | <
2 allk.. il .,  |=
Y- 300 - | ! | R
: A i A=
x i .
. . i F
300
N~
A A L
0 o " ]
T I I I I I | I I I | I
-1.0 -0.5 0.0 0.5-1.0 -0.5 0.0 0.5-1.0 -0.5 0.0 0.5

Figure S6 Frequency histograms of the deviations in the simulated true predictive accuracy 19,6 from the

estimated predictive accuracy for the datasets with fg,g'o

(empty box and whiskers capped with brackets) and

without fg,g (green boxes), outliers, regarded as the benchmark for each of the seven methods in Scenarios 1 to

3. All the scenarios are based on the same 1000 data sets simulated assuming 177 genotypes and a marker effect
variance of 0.2019.
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