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Figure	
  S1	
  	
  	
  Gene	
  ontology	
  enrichment	
  network	
  for	
  genes	
  differentially	
  expressed	
  by	
  environment.	
  Shown	
  are	
  GOSlim	
  terms	
  with	
  significant	
  enrichment	
  (FDR	
  <	
  5%)	
  for	
  the	
  up-‐
regulated	
  genes	
  (orange)	
  or	
  down-‐regulated	
  genes	
  (blue)	
  in	
  the	
  ancestral	
  population.	
  The	
  intensity	
  of	
  shading	
  is	
  proportional	
  to	
  the	
  significance	
  value	
  from	
  the	
  Fisher’s	
  Exact	
  
Test	
  for	
  the	
  ontology	
  term.
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