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Figure S2 Subcellular localization relationships Cluster comparisons between all 18 nuclear receptors and NOS

subcellular localization patterns was obtained using ‘Gene Cluster’ and ‘Java TreeView’ software. NR gene identities
are listed to the right of each row, and terms for subcellular distributions and stages analyzed are listed above each

column. red
similarity.

no expression;. The trees on the right and the top show groupings by overall

expression; black =

35Sl
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