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Figure	
  S8	
  	
  	
  4th	
  level	
  GO	
  term	
  distribution	
  for	
  decreased	
  rate	
  genes.	
  The	
  top	
  20	
  most	
  significant	
  GO	
  terms	
  of	
  each	
  of	
  
the	
  three	
  ontologies,	
  (a),	
  (b),	
  and	
  (c).	
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