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Figure S17 An example of the path model diagrams for the 5 specified structural equation models. Shown in RAM notation
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are the 5 path models for the Sh3g/3 gene and its relevant allelic contributions from PWK/PhJ and CAST/Ei) which were selected
by forward variable selection. Our interest was in comparing model A against B-E. Gene X in this case represents a given gene
from all the genes in the LRI group. The boxes represent variables and the single-header arrows represent relationships (direct
effects). The double headed arrows represent variance and covariance depending on whether they are pointed at themselves
or other variables respectively. Circles are disturbances (also indicated by D(variable name)). Disturbances represent variance

unexplained by the model.

18 SI D. Bottomly et al.



