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Figure	
  S1	
   	
   	
  Unweighted	
  pair	
  group	
  method	
  with	
  arithmetic	
  mean	
  (UPGMA)	
  tree	
  of	
  250	
  potato	
  lines	
  based	
  on	
  3,763	
  
single	
   nucleotide	
   polymorphism	
   markers	
   with	
   dosage	
   genotype	
   calls	
   and	
   individual	
   lines	
   labeled.	
   Color-­‐coding	
   is	
  
based	
  on	
  predominant	
  market	
  class	
  designation	
  and	
  asterisks	
  indicate	
  lines	
  that	
  can	
  be	
  classified	
  into	
  more	
  than	
  one	
  
market	
  class	
   (red	
  –	
  Chip	
  Processing;	
  dark	
  blue	
  –	
  Genetic	
  Stock;	
  purple	
  –	
  Pigmented;	
  green	
   -­‐	
  French	
  Fry	
  Processing;	
  
light	
  blue	
  –	
  Round	
  White	
  Table;	
  pink	
  –	
  Wild	
  Species;	
  brown	
  –	
  Table	
  Russet;	
  yellow	
  –	
  Yellow).	
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